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State of the problem: Coronary Heart Disease (CHD) is the single leading cause of mortality and morbidity and contributes to 
disability worldwide including the UK. Despite the advances in diagnostic technologies and therapeutic management for CHD 
that have been made in the past decades, no important reduction in morbidity and mortality has occurred. An accurate assessment 
of an individual’s risk is needed for future efforts in personalized medicine for the management of CHD. Prognostic models 
are used to estimate the probability of developing CHD risk in the future. We conducted this systematic review to provide an 
overview of multivariable prognostic modeling studies developed for CHD in the general population and to explore the optimal 
prognostic model by assessing their performance. 

Methodology & Theoretical Orientation: We performed our study based on the PRISMA and GRIPS guidelines; we searched 
Embase, PubMed, Cochrane, Web of Science and Scopus databases on 30 November 2019. Our PICO items included: (P): people 
free of CHD, (I): developmental prediction models, (C): validation prediction models and (O): incidence of CHD with specified 
time interval. 

Conclusion & Significance: Most of the models developed in USA, targeted the general population. Most of the models included 
set of similar predictors such ad age, gender, BMI, smoking, cholesterol level, blood pressure and diabetes mellitus. MESA risk 
score with coronary artery calcification seems to be an optimal model for predicting CHD risk, inclusion of genetic risk scores 
in addition to conventional risk factors might help in predicting CHD. The generalizability of the existing models remains open.

Figure 1: Categories of predictors used in prediction models for CHD diseases. Several novel predictors were added to the Framingham 
model for predicting CHD events including genetic variation (SNPs) and biomarkers (coronary artery calcification).
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