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Single-cell RNA sequencing analysis of human Alzheimer’s disease brain samples 
reveals neuronal and glial specific cells differential expression
Lilach Soreq
UCL Queen Square Institute of Neurology, UK

Alzheimer’s Disease (AD) is the 2nd most common neurodegenerative disease worldwide with no current early diagnosis or 
treatment methods. 6-8% of patients are under the age of 65. Several proteins (including RNA binding ones) were detected as 
related to the disease (e.g. TREM2, APOE, CD33) but there are yet more genes to be detected as related to AD. To identify unique 
transcriptional networks impacted into distinct neuronal populations in AD, I surveyed gene expression differences in over 
25,000 single-nuclei collected from patients post mortem brain hippocampal samples (Braak stage II/III). The single-cell RNA-
Seq data analysis of the patient samples and of 2 age- and gender-matched healthy control (HC) volunteers detected involvement 
of astrocytes and microglia. To conclude, analysis of genomic data from aging and AD samples compared to controls may 
enable detection of cell type specific gene expression changes and hopefully development of future microglia-based genomic 
therapeutic approaches (e.g. using Cas9/Crispr system) or early detection methods using blood test on specific marker genes.
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